Key indicators: single-crystal X-ray study; T = 273 K; mean (C-C) = 0.008 Å; R factor = 0.067; wR factor = 0.187; data-to-parameter ratio = 19.2.
In the title compound, [MnCl 2 (C 11 H 13 N 5 )], the Mn II ion is five-coordinated in a distorted square-pyramidal geometry, with three N atoms from the neutral tridentate 2,6-bis(4,5dihydro-1H-imidazol-2-yl)pyridine ligand and one chloride ion forming the basal plane and the other chloride ion in the apical position. Both dihydroimidazole rings adopt envelope conformations. In the crystal structure, molecules are linked into a three-dimensional network by N-HÁ Á ÁCl and C-HÁ Á ÁCl hydrogen bonds.
Related literature
For the synthesis of 2,6-bis(4,5-dihydro-1H-imidazol-2-yl)pyridine, see: Baker et al. (1991) . For general background, see: Bordo et al. (2001) ; Hagrman et al. (1999) ; Yaghi et al. (1998) . For related structures, see: Bö ca et al. (2005) ; Haga et al. (1996) ; Hammes et al. (2005) ; Ren, Ye, He et al. (2004) ; Ren, Ye, Zhu et al. (2004) ; Ren et al. (2007) ; Stupka et al. (2004) ; Sun et al. (2008) .
Experimental
Crystal data [MnCl 2 (C 11 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx þ 3 2 ; y À 1 2 ; Àz þ 1 2 ; (ii) x À 1 2 ; Ày þ 3 2 ; z þ 1 2 .
Data collection: SMART (Bruker, 1998) ; cell refinement: SAINT-Plus (Bruker, 1998) ; data reduction: SAINT-Plus; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXL97. 
Comment
The construction supramolecular architectures is currently of great interest owing to their intriguing network topologies and potential functions such as adsorption, ion exchange, shape-selective catalysis, non-linear and magnetic materials (Yaghi et al., 1998; Hagrman et al., 1999) . The protonation and deprotonation of an imidazole ligand is believed to play an important role in the mechanism of the coordination chemistry (Bordo et al., 2001) . We described previously a number of such metal complexes with imidazole ligands, and concluded that hydrogen bonding involving this group influences the geometry around the metal atom and the crystallization mechanism (Ren, Ye, He et al., 2004; Ren, Ye, Zhu et al., 2004; Ren et al., 2007; Sun et al., 2008) . We report here the crystal structure of the title mononuclear coordination complex, [Mn(bip)Cl 2 ], where bip is 2,6-bis(4,5-dihydro-1H-imidazol-2-yl)pyridine.
As shown in Fig. 1 , in the title compound the manganese(II) atom is five-coordinated in a distorted square-pyramidal geometry, with three N atoms from the neutral tridentate bip ligand and one Clion (Cl1) forming the basal plane and the other Clion (Cl2) in the apical position. The Mn1 atom deviates from the Cl1-N2-N3-N4 plane by 0.5633 (7) Å towards the Cl2 atom. The Mn-N bond lengths of 2.234 (4), 2.237 (4), 2.244 (4) Å are slightly shorter than those observed in metal-imidazole systems (Stupka et al., 2004; Hammes et al., 2005; Haga et al., 1996; Böca et al., 2005) . The N-Mn-N bond angles lie in the range 70.69 (14)-140.86 (14)°.
Adjacent molecules are linked into a three-dimensional network by N-H···Cl and C-H···Cl hydrogen bonds (Table 1) .
Experimental
All the reagents and solvents employed were commercially available and used as received without further purification. The ligand 2,6-bis(4,5-dihydro-1H-imidazol-2-yl)pyridine (bip) was synthesized by literature methods (Baker et al., 1991) . A solution of MnCl 2 .4H 2 O (0.2 mmol, 40 mg) in acetonitrile (10 ml) was added dropwise to a stirred solution of bip (0.4 mmol, 86 mg) in methanol (10 ml) at 333 K. Yellow single crystals suitable for X-ray diffraction were obtained by slow diffusion of diethyl ether into the clear filtrate for 2 d in 60% yield. Main IR bands (KBr, cm -1 ): 3365m, 3251 s, 1621w, 1596m, 1573 s, 1523m, 1446 s, 1275 s, 1026m, 957w, 822w, 745w, 663w.
Refinement
All the H atoms were placed in geometrically idealized positions and constrained to ride on their parent atoms, with N-H = 0.86 Å, C-H = 0.93 or 0.97 Å and U iso (H) = 1.2U eq (C,N). Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (7) C4-C5 1.397 (6) N1-C2 1.450 (7) C5-C6 1.380 (8) sup-5 N1-H1 0.86 C5-H5 0.93 N2-C3 1.291 (6) C6-C7 1.382 (7) N2-C1 1.489 (7) C6-H6 0.93 N3-C4 1.333 (6) C7-C8 1.380 (6) N3-C8 1.333 (6) C7-H7 0.93 N4-C9 1.289 (6) C8-C9 1.476 (7) N4-C11 1.487 (7) C10-C11 1.535 (9) N5-C9 1.352 (7) C10-H10A 0.97 N5-C10 1.455 (7) C10-H10B 0.97 N5-H5A 0.86 C11-H11A 0.97 C1-C2 1.542 (8) C11-H11B 0.97
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